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The function and clinical significance of AP3M2 in gastric cancer
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[Abstract] Objective To investigate the expression of AP3M2 in gastric cancer and its clinical sig—
nificance. Methods The mRNA expression of AP3M2 was detected by TCGA database and RT-qPCR and
the protein expression of AP3M2 was measured by western blotting. The relationship between the expression
of AP3M2 and the prognosis of gastric cancer patients was explored by KM Plotter website. The effect of
AP3M2 on gastric cancer cells was detected by clone formation experiment. Results The data from the
TCGA database and the tissues of gastric cancer patients collected by ourselves showed that the mRNA
expression level of AP3M2 in gastric cancer tissues was increased compared with the adjacent tissues,
and the protein expression of AP3M2 in gastric cancer tissues was also upregulated. Meanwhile, according to
the analysis of KM Plotter website, we found that the mRNA expression level of AP3M2 was related to the
prognosis of gastric cancer patients, while the prognosis of gastric cancer patients with high expression of
AP3M2 was worse than that of gastric cancer patients with low expression of AP3M2. Overexpressing of
AP3M2 in AGS cells can enhance the clonal formation ability of gastric cancer cells. Conclusion The high
expression of AP3M2 in gastric cancer is related to the poor prognosis of gastric cancer patients, and can
enhance the clonogenesis ability of gastric cancer cells.
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