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Expression and clinical significance of FBX045 in pancreatic cancer based on bioinformatics analysis
Hou Liyan, Jia Rujiang, Yin Qingchen, Wang JingMei”
Intensive Care Unit, Handan Central Hospital Hebei, Handan 056102, Hebei, China

[Abstract]  Objective To explore the effect of its variation on the prognosis of pancreatic ductal
adenocarcinoma was determined. To explore the possible mechanism of FBX045 protein involved in the de-
velopment of pancreatic ductal adenocarcinoma. Methods GEPIA database online analysis of FBXO45mRNA
expression in different tumors, UALCAN online analysis of FBXO45mRNA expression difference in pancre-
atic ductal adenocarcinoma and normal pancreatic tissue, further GEPIA the database to expand the number
of normal pancreatic tissue contrast specimens, analysis of the difference in expression between pancreatic
ductal adenocarcinoma and normal pancreatic tissue, analysis the relationship of FBX045 gene expression

and the disease —free survival (DFS) . total survival (OS). Human Protein Atlas location expression of
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FBXO045 protein in cells was determined in the database, and the difference of FBX045 protein expression in
pancreatic ductal adenocarcinoma and normal pancreatic tissue was retrieved. The relationship between the
expression of FBX045 protein and the survival of pancreatic ductal adenocarcinoma patients was analyzed.
The changes of FBX045 genes in pancreatic cancer were retrieved in cBioPortal database and the relationship
between FBX045 gene variation and prognosis of pancreatic ductal adenocarcinoma was analyzed. FBX045
analysis from String database to explore possible mechanisms of action. Results GEPIA expression of
FBXO045 genes in pancreatic ductal adenocarcinoma tissues was significantly higher than that in normal
pancreatic tissues (P<0.05). FBXO45mRNA expression levels were significantly associated with disease —
free survival (DFS) and overall survival (OS) in pancreatic cancer patients (0.05). The results of Human
Protein Atlas database analysis showed that FBX045 protein was mainly expressed in the cytoplasm of cells,
and the expression of FBX045 protein was significantly increased in pancreatic cancer tissues The survival of
patients with pancreatic ductal adenocarcinoma with high expression of FBX045 protein was P<(0.05). The
analysis of 4% (7/175) of pancreatic ductal adenocarcinoma in cBioPortal database showed FBX045 gene
changes, and the total survival prognosis of patients with FBX045 gene variation was poor (P<0.05). String
database shows MYCBP2 \TP73 SKP1 CUL1 SPRYD3 KC of proteins interacting with FBX045 proteins in
PPI networks TD6 ,MAP3K12 ,MPP3 [UNC13A UNCI13B etc. Conclusion FBXO045 protein showed high
expression in pancreatic cancer tissue, which was significantly related to the prognosis of patients. FBX045
the total survival prognosis of patients with gene variation is poor. the total survival prognosis of patients with
FBXO045 gene variation is poor. the top three proteins with close interaction with FBX045 have MYCBP2 |
TP73 ,SKP1,FBX045 proteins involved in the protein ubiquitination pathway and are part of protein modifi-
cation. it is speculated that FBX045 play a role in the occurrence and development of pancreatic cancer and
affect its prognosis through gene variation and promoting protein ubiquitination.

[Key words] Pancreatic cancer; FBXO045; American cancer genome atlas (TCGA) database; Human
Protein Atlas database; cBioPortal database
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